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<210> 1 
<211> 466 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Val Phe Leu Ser Gly Asn Ala Ser Asp Ser Ser Asn Cys Thr Gin 
15 10 15 

Pro Pro Ala Pro Val Asn lie Ser Lys Ala lie Leu Leu Gly Val lie 
20 25 30 

Leu Gly Gly Leu lie Leu Phe Gly Val Leu Gly Asn lie Leu Val lie 
35 40 45 

Leu Ser Val Ala Cys His Arg His Leu His Ser Val Thr His Tyr Tyr 
50 55 6 0 

lie Val Asn Leu Ala Val Ala Asp Leu Leu Leu Thr Ser Thr Val Leu 
65 70 75 80 

Pro Phe Ser Ala lie Phe Glu Val Leu Gly Tyr Trp Ala Phe Gly Arg 
85 90 95 

Val Phe Cys Asn He Trp Ala Ala Val Asp Val Leu Cys Cys Thr Ala 
100 105 J 110 

Ser He Met Gly Leu Cys He He Ser He Asp Arg Tyr He Gly Val 
115 120 125 

Ser Tyr Pro Leu Arg Tyr Pro Thr He Val Thr Gin Arg Arg Gly Leu 
130 135 140 

Met Ala Leu Leu Cys Val Trp Ala Leu Ser Leu Val He Ser He Gly 
145 150 155 160 

Pro Leu Phe Gly Trp Arg Gin Pro Ala Pro Glu Asp Glu Thr He Cys 
165 170 175 



Gin lie Asn Glu Glu Pro Gly Tyr Val Leu Phe Ser Ala Leu Gly Ser 
180 185 190 

Phe Tyr Leu Pro Leu Ala lie lie Leu Val Met Tyr Cys Arg Val Tyr 
195 200 205 

Val Val Ala Lys Arg Glu Ser Arg Gly Leu Lys Ser Gly Leu Lys Thr 
210 215 220 

Asp Lys Ser Asp Ser Glu Gin Val Thr Leu Arg lie His Arg Lys Asn 
225 230 235 240 

Ala Pro Ala Gly Gly Ser Gly Met Ala Ser Ala Lys Thr Lys Thr His 
245 250 255 

Phe Ser Val Arg Leu Leu Lys Phe Ser Arg Glu Lys Lys Ala Ala Lys 
260 265 270 

Thr Leu Gly lie Val Val Gly Cys Phe Val Leu Cys Trp Leu Pro Phe 
275 280 285 

Phe Leu Val Met Pro lie Gly Ser Phe Phe Pro Asp Phe Lys Pro Ser 
290 295 300 

Glu Thr Val Phe Lys lie Val Phe Trp Leu Gly Tyr Leu Asn Ser Cys 
305 310 315 320 

lie Asn Pro lie lie Tyr Pro Cys Ser Ser Gin Glu Phe Lys Lys Ala 
325 330 335 

Phe Gin Asn Val Leu Arg lie Gin Cys Leu Arg Arg Lys Gin Ser Ser 
340 345 350 

Lys His Ala Leu Gly Tyr Thr Leu His Pro Pro Ser Gin Ala Val Glu 
355 360 365 

Gly Gin His Lys Asp Met Val Arg lie Pro Val Gly Ser Arg Glu Thr 
370 375 380 

Phe Tyr Arg lie Ser Lys Thr Asp Gly Val Cys Glu Trp Lys Phe Phe 
385 390 395 400 

Ser Ser Met Pro Arg Gly Ser Ala Arg lie Thr Val Ser Lys Asp Gin 
405 410 415 

Ser Ser Cys Thr Thr Ala Arg Val Arg Ser Lys Ser Phe Leu Gin Val 
420 425 430 

Cys Cys Cys Val Gly Pro Ser Thr Pro Ser Leu Asp Lys Asn His Gin 
435 440 445 

Val Pro Thr lie Lys Val His Thr He Ser Leu Ser Glu Asn Gly Glu 
450 455 460 

Glu Val 
465 



<210> 2 
<211> 12 
<212> DNA 

<213> Homo sapiens 

<400> 2 
caatcagatt tg 



<210> 3 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 3 
tttgtcatat tt 



<210> 4 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 4 
tatttaaaac ac 



<210> 5 
<211> 11 
<212> DNA 

<213> Homo sapiens 

<400> 5 
tacaaatgac t 



<210> 6 
<211> 12 
<212> DNA 

<213> Homo sapiens 

<400> 6 
gaggaaaaca tt 



<210> 7 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 7 
tcagcgagag c 



<210> 8 
<211> 13 



<212> DNA 

<213> Homo sapiens 

<400> 8 

tttttaaaaa atg 



<210> 9 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gacatcagtg gtgg 

<210> 10 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<400> 10 
ggggtgagtc age 

<210> 11 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 11 
ggtccgcatc c 



<210> 12 
<211> 13 
<212> DNA 

<213> Homo sapiens 

<400> 12 
cctcccccgc cgt 



<210> 13 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 13 
ataccggccc ct 

<210> 14 
<211> 11 
<212> DNA 

<213> Homo sapiens 



<400> 14 
cctgccgagt c 



<210> 15 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 15 
ctgtcgcttg c 



<210> 16 
<211> 13 
<212> DNA 

<213> Homo sapiens 

<400> 16 
gaaaggcgtc atg 

<210> 17 
<211> 12 
<212> DNA 

<213> Homo sapiens 

<400> 17 
ggcgtcatgg ac 



<210> 18 
<211> 13 
<212> DNA 

<213> Homo sapiens 

<400> 18 
tggctctcaa gcc 

<210> 19 
<211> 12 
<212> DNA 

<213> Homo sapiens 

<400> 19 
gccagcttgg ct 



<210> 20 
<211> 11 
<212> DNA 

<213> Homo sapiens 

<400> 20 
gagaatgagc g 



<210> 21 
<211> 11 
<212> DNA 
< 2 1 3 > Homo 

<400> 21 
ctcaaaatgt 



sapiens 



a 



<210> 22 
<211> 10 
<212> DNA 
<213> Homo 

<400> 22 
ggaattgcat 



sapiens 



<210> 23 
<211> 12 
<212> DNA 
<213> Homo 

<400> 23 
tttaatgccc 



sapiens 
tg 



<210> 24 

<211> 14 

<212> DNA 

<213> Homo 

<400> 24 
agcccgggag 



sapiens 
gtgg 



<210> 25 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<400> 25 
ctctcgggaa atg 



<210> 26 
<211> 13 
<212> DNA 
<213> Homo 



sapiens 



<400> 26 
cactctccct ggt 



<210> 27 
<211> 14 



<212> DNA 

<213> Homo sapiens 



<400> 27 
ggctggaggc agcc 



<210> 28 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<400> 28 
ccatcatcct 



<210> 29 
<211> 14 
<212> DNA 
<213> Homo 

<400> 29 
ggcagcggga 



sapiens 
tggc 



<210> 30 
<211> 12 
<212> DNA 
<213> Homo 

<400> 30 
cctcggcttc 



sapiens 
tg 



<210> 31 
<211> 14 
<212> DNA 
<213> Homo 

<400> 31 
tttcaaacag 



sapiens 
caca 



<210> 32 
<211> 13 
<212> DNA 
<213> Homo 

<400> 32 
tccagtctca 



sapiens 
ttt 



<210> 33 
<211> 10 
<212> DNA 
<213> Homo 



sapiens 



<400> 33 
tctccgcaga 



<210> 34 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 34 
ttctcttcca tg 



<210> 35 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 35 
ggtacccacc c 

<210> 36 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 36 
ttctcggaag g 



<210> 37 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 37 
atgcagaagg gg 



<210> 38 

<211> 7902 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (7608) . . (7608) 
<223> n is a, c, g, or 

<220> 

<221> misc_feature 
<222> (7653) . . (7653) 
<223> n is a, c, g, or 

<220> 

<221> misc feature 
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<222> (7836) . . (7836) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (7875) . . (7875) 
<223> n is a, c, g, or t 



<400> 38 

taaaccatgt 

aagtaagata 

gtataatatg 

gtatgtacat 

gagaaaatat 

ttttattttc 

ataattaaat 

agagatgaga 

ttccagatga 

gctatgcgag 

gacttgacct 

cccaagactt 

agacagaatt 

tctcagttcg 

catcaatacc 

taggagaatt 

ctgtcatttg 

taagggaatg 

agttcctcac 

tcagctcttc 

ggctgctgat 

aaatcctaca 

tcttcaattt 

gaccccggct 

ctaatgtgat 

agaatccctt 

aacatcacaa 

gggctgaggt 

gagaagaaaa 

attctgatta 

tgaatttacc 

tacaaaatga 

ctgagttttt 

ttgtctccct 

atagcatctt 

cagacacttt 

gttttctgtt 

caaggattga 

agagctgctc 

ggattatgtg 

agtttcgacc 

cccttatcta 

gaatacaaaa 

tatacacata 

taaggggact 

tcaaccagga 

tcaaatgtgt 

gtatacaata 



tttggtataa 
tataattata 
tgaaatatat 
gtgtatatat 
gacaaatatt 
atacatttct 
acaagtcaat 
taaaaatgtg 
tattgacaaa 
agcaaagtct 
catattccta 
ggagtatgtt 
actatctcat 
ataaaggatt 
tttctgagaa 
agttgaaaag 
caatcataaa 
atagacagat 
tagtcactaa 
tccaatcaga 
ggttcacctt 
tcaagcaata 
ctgtcacacc 
agggtttcag 
atgcccacct 
gccccagatg 
atgtgtgtac 
gttcacacac 
gaagcagcca 
aaccacttag 
agtgttcatg 
gcagaaaggg 
gagaaacgta 
ttaaaaatta 
tatgacccag 
ctgggatgtc 
tgtgaatcaa 
tggtcacagg 
ttccttatct 
tattcttaat 
ttgcagagct 
ccatggaaca 
caaaacagtg 
tttgatgata 
gaatcccaga 
tgctcctcct 
taggtgtgag 
gagaaataaa 



atgtaataat 
ggtacagtat 
atgtatgcat 
atttttccat 
taacaatagc 
gtctgacttt 
aagcatttta 
tctgcacttg 
gatatttggg 
tattgtttta 
ccatgatagt 
attttctcag 
caaagacatc 
agaacacaat 
ttgttttttc 
ccaagtcttt 
ttccagaaca 
tctttatttt 
gaaagtcctg 
ctcattcccc 
cctcactttt 
tcattttatg 
ggaagtcttc 
gctttagaga 
ggagcctgtg 
gccacacaat 
cccaaggcct 
atttgcatgg 
gtgatcaggg 
ctcaagtgta 
gacgacctgg 
agttaataag 
atttctttca 
ggaaaccaag 
agcatactcg 
cacgtcaact 
tggtaggtga 
ctgagaagca 
tagtattaac 
tgttgtagag 
gagcaatttt 
catcttaatg 
tatatccctc 
aagtactaga 
gagagcaggt 
atggcacgaa 
ttcttatccc 
tacatatatt 



agaatgagtt 
gattacactc 
aataaataca 
gtatataatt 
tatttctcca 
tccaaatgtg 
atgtgcctat 
gtacacatat 
gggttgatta 
aaggaattat 
cccacagtgt 
ggcaatgaag 
cctcagcagt 
gcttctttgg 
attttcttgc 
ggggtagata 
cagctcctaa 
tttaaacctc 
ccaatcaatg 
cagcatccct 
gtctacaaat 
agtctttcca 
agagtatcac 
gtccagctct 
ccctcctttc 
cactttcagg 
gaggccaaga 
cccctcaaga 
ccagctcttg 
gtgctcaaga 
gttagaaata 
attaataata 
caacactaat 
gctttgccat 
tctccactcc 
attctttaaa 
ctgaaaaatt 
gatttgaaag 
tagttaatta 
tgggaactgg 
cagttgcttt 
aagaatttgc 
tgatggatgg 
agtgcaggga 
gacttagtaa 
attcagtttt 
tacaggtatg 
aggtcttcca 



catgatataa 
ttttatataa 
tgtacataaa 
aatacacatt 
gtggcaggat 
ctattatgag 
aacagcccat 
tgactttctt 
atatgcctca 
ttgctgatca 
agggatgggg 
atttggaaaa 
atctgtgggc 
agagctgtga 
ctctttaact 
ctaacattaa 
ttccattgtg 
taagcctacc 
catgggttta 
gacacaccac 
ctcaatcctg 
caaccacccc 
cctcagagcc 
gactcctttt 
tagaccatgc 
tccattctct 
aggcagcttt 
caaagaacaa 
caacttagcc 
cacttagcac 
tatttcgcta 
gagttagtga 
aacaaccttg 
ggtcgcatag 
acctacccat 
gagtaaccaa 
ggttctgaga 
acctacctgc 
ttggaggtgg 
gagttacaaa 
gcttgctgat 
attcacagca 
gatttcggaa 
attgaggtca 
tgagaagtgg 
aaaaatatat 
aggcagaggt 
tgacatagga 



tataagtgaa 
tgtatacaat 
atatttcctg 
aacaaaaaat 
tacagataat 
cataaatttt 
cagcaagtga 
ttccttccat 
gcttagattt 
gctataggct 
tggtatgact 
atgatggcaa 
tgtgcagtgt 
cttgatactg 
tcttaagcct 
gtcttctact 
tattgttttc 
acacttgccg 
tgtccattgc 
tctaaaatgc 
ctgattccac 
ttcaggggat 
aggcaagagg 
ggccatagga 
cctgggactc 
ctgggcagac 
ctggctgtag 
gggggaaagt 
atgttgggtc 
attctccagc 
taaagtagca 
atattatgag 
tgggggttca 
gagggtcaga 
gtgtacaact 
cagatggata 
ggtcgttttg 
tagcagcata 
gtgcaggggt 
gacttttgca 
agcactgctt 
tcaggttaat 
gcacagacat 
agcttcctcc 
agctgtctgt 
taaattcaaa 
ggaggacttt 
tttactgacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 
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ctctcatggg cattcctctg aggcattttg 
cattatctca cttagaaaag gtaatcatat 
aagtgccact gcttaaagtt atctccttgt 
aacattccac tttgtctgca tcaataaaga 
gtgggaaaca tttttctatg ttcccgatat 
aaggtaaaca gattatgtaa tttaccagaa 
ttcatactcc agctattaat gaattaaaga 
tcaagaaaac tggaaaagat tgtgtggcat 
gctcttaaaa ttcatctgtc taaagaaatt 
tatgtccact ttatcttcct gaaaatataa 
tctgatttta cttgctattt aaaacacctt 
attcttaata tacttcttga tcttaacaaa 
gttcaaagtt actttatagc acattcctat 
aagggtgtca atttttcgtt atttttaaaa 
gactctacac acacacacac gcgcgcgcgc 
ctttttaaag aaacgctaga acccaacccc 
atacgcactt gtgcctgttg ccgtagagta 
gctgggctac tgcctgagtt acgtcagcga 
ggtgtcgggg agctgaatat taaaagggtg 
ttttcttttc ttattttgac tctttttaaa 
gcttaaagac atcagtggtg gaggggtgag 
gcctcggaga cacggtcccc tctccgcctc 
ccgaagccgg gtccgcatcc cccgcgcgcg 
gagtgcgccg gggccggcgt cccgcagggc 
tctggtgaga cggaaccccc acttttccca 
accggcccct ctaccccacc cccgattccc 
aacaagtgtc tttttaaccc tgtgtttatc 
cagtggcacg tttttaatac cacctgtgag 
ttgcccgagg tcccacctca gggcccaacc 
cgcgctgtcc tgccgagtcc ctgcggtagg 
gcagatggtg gcccccagcc cagaaaatcg 
ttaatgttta cgcctgcaaa atccgcagtg 
ggacgtcctc cccaccccgt cccccgccag 
gggtggccaa cagtgaggct tggaaaggcg 
tcgggtccct cccggcttcg ctcgggacct 
accggtgcgc tctgcacacc cgagtgcgaa 
ggtcctggcc ctgaggtccc tgggtcgcag 
gtgactgcga ggcaacctgt tctaacggaa 
aggatccgtg cgacacactc gccagccgca 
tttcgtggta cctgcgctcg aaatccagac 
tttgtttttt tgtttgtttt tcgcttcgga 
agtgcgctag gcaggttccc agtggtgggg 
cgctgccggg cgaagcagct tctggaccgc 
ccaacccgtc aagctcagca cagcctcttt 
ctctttgcgc tctttcaggt ggacgcggtc 
gcacatattc cacacctacg tcccctgacc 
ccttcggtgg ggcagctcaa aatgtaggta 
atcggtccct gcctttgagc gtcgacggct 
tggagttttg aattccgaat catgtgcaga 
aagacagcgc ggaaaagcag attctcgtaa 
tggatcttcg cacccagctt cgggtaggga 
ggcaggtgga gagggtcccc ggcagccccg 
ccccttcatg tggccttctg agggttccca 
gcgcgctctc acccccagcc aaacccacct 
attcccggct cccgcgctcc cgcctccgcg 
acctcgcccg gccccggctg ggaccatggt 
caactgcacc caaccgccgg caccggtgaa 



agatttattg ctataaaaga gcctcccaaa 294 0 
taatatgatt ttgttcacag gagagaattt 3000 
tcctaggttt aaggagacct agtaaataag 3 06 0 
tgaaagatga cttaggaggt gggaattgga 312 0 
tctgaaacac atgtgacttt attcaatcac 3180 
aaaaagtaat aagactggtg gtgctaggtt 324 0 
gagtaacact cctgaaagga taccattttc 3300 
ttaaaaaata ccaaactctg tggccataat 3360 
agaagtgaat catattaaat aaggtttaga 342 0 
tttcattaca atcagatttg tcatatttta 3480 
ataatttact tgcatattta gaattacaat 3540 
acctaggcca aatgttaatc aaatcaagct 3600 
gaacacacca tacacacagc aatatctagc 366 0 
gctcatttaa agaagttatt tactacaaat 3720 
gcgcacacac acacacacac acacacaaac 3780 
ctctaggcca gaggaaaaca ttacagctgt 384 0 
atacggtagc agcaggagat tacggtacta 3 900 
gagctgcaaa gttccttgct attcttttct 3960 
attgtggagt taccggttat ctgcattttt 4 02 0 
aaatgcaggt aaagtgacag cggttcagga 4 08 0 
tcagcgggtg caaaaggaca aggatttggt 414 0 
cagagaagag caggcaggca gctcccggga 42 00 
agctggtggc tcagcagcgg cgcttcaggt 426 0 
cgagtgggtg agggcagacc tcccccgccg 43 2 0 
gcgcctcccg ctttttccac caggttttat 4380 
ttacatcttc tgcgaagttg ccttctactg 4440 
accctcgagg taggaggaaa agggtttctg 4500 
gtctccaact tgcgatttta acaagagtct 4560 
ccagaaggca aggtgggcac ttcctcacgc 462 0 
ttcgcagttg tggaaaccca ggtttcttac 4680 
aaggcggccc ctgcccgctg gcatgccggc 474 0 
actgtcgctt gcaaagctcc ctctgcagag 4800 
tcccgctacg gctggcagct ggagcccctc 4860 
tcatggacag acctgggtcg ctttctgtct 4920 
ggctctcaag ccagcttggc tggtggacag 4 98 0 
ttccaccggc gtgagaatga gcgtgctcgt 5 04 0 
ctgttccctc tcccaggccg ccccctccag 5100 
accgagtaca tcctccagaa ttccccggct 5160 
gtcgcccctc cggggcttcg aggattttaa 5220 
ttcgagcgct ggagcctggg gttttgggga 528 0 
tcctgaactc gggcagaggt gactcagtag 534 0 
gcgcgagatg agctccgaag tcgcctccac 54 00 
agaaccaacc cggctcccaa ctggtgtccc 5460 
ccctggggcg cctagctcaa agccgccttt 552 0 
aaacgatgcc ccgcagcctc ctgggtctca 5580 
tgtgctccta gaagctggag agagcaggag 564 0 
actgcgggcc aggagcagcg cccagatgcc 57 00 
gatcttttgg tttgagggag agactggcgc 5760 
atgctgaatc ttcccccagc caggacgaat 5820 
ttctggaatt gcatgttgca aggagtctcc 5880 
gggagtccgg gtcccgggct aggccagccc 594 0 
cgcgcccctg gccatgtctt taatgccctg 6000 
gggctggcca gggttgtttc ccacccgcgc 6 06 0 
ggcagggctc cctccagccg agaccttttg 6120 
ccagcccggg aggtggccct ggacagccgg 618 0 
gtttctctcg ggaaatgctt ccgacagctc 6240 
catttccaag gccattctgc tcggggtgat 63 00 
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cttggggggc ctcattcttt tcggggtgct gggtaacatc ctagtgatcc tctccgtagc 6360 
ctgtcaccga cacctgcact cagtcacgca ctactacatc gtcaacctgg cggtggccga 6420 
cctcctgctc acctccacgg tgctgccctt ctccgccatc ttcgaggtcc taggctactg 6480 
ggccttcggc agggtcttct gcaacatctg ggcggcagtg gatgtgctgt gctgcaccgc 654 0 
gtccatcatg ggcctctgca tcatctccat cgaccgctac atcggcgtga gctacccgct 6600 
gcgctaccca accatcgtca cccagaggag gggtctcatg gctctgctct gcgtctgggc 6660 
actctccctg gtcatatcca ttggacccct gttcggctgg aggcagccgg cccccgagga 6720 
cgagaccatc tgccagatca acgaggagcc gggctacgtg ctcttctcag cgctgggctc 6780 
cttctacctg cctctggcca tcatcctggt catgtactgc cgcgtctacg tggtggccaa 6840 
gagggagagc cggggcctca agtctggcct caagaccgac aagtcggact cggagcaagt 6 90 0 
gacgctccgc atccatcgga aaaacgcccc ggcaggaggc agcgggatgg ccagcgccaa 696 0 
gaccaagacg cacttctcag tgaggctcct caagttctcc cgggagaaga aagcggccaa 702 0 
aacgctgggc atcgtggtcg gctgcttcgt cctctgctgg ctgccttttt tcttagtcat 7080 
gcccattggt aagtcttgaa cacccctcac tttagcatct gggggtcttc accctcctcg 7140 
gcttctgtta ccccagactc ccagtccggg atggaagagg aaggattagc atttcaaaca 7200 
gcacagctct agggcaatta gaaaaggctc ccttgtagaa aagtgaattt tcattctctt 726 0 
tctactccag tctcatttat attaggtcct agagcacttt ttcgactgta aagtggcttc 7320 
caactgatgc agattaattg gtctctttaa taagaatgtc aacttttctt aatgcctata 7380 
agcacgtgtt caatttaaat gcatctgctc tctctagtct cagagtctcc accaagtgct 744 0 
taggctgact gtggaatgcc attttcactc tgctacagaa tgcaaattct cttggcctga 7500 
aaataagtac catgcttatt ctggacaaat gtgtgatttt attattgcat taggttattc 7560 
ataagggttt gttataatgg tctgtttatg ttctatatct gtgctaantt tattttctgg 7620 
attcagtatg gaaggaatta tggtcagcca ctnagaaaaa aaaatgattt tatgtccaaa 7680 
ccaatttaag ccttaaataa ttaatcatag tatttccaat aagtaaatac ttattttttt 7740 
attttaataa taagtattaa aaacaaacac tttctcttat ccaaaaatca tccgggaaag 7800 
ttacaagata acactgtttg aaaattatac agtacncata atgttacaaa tccaattttt 7860 
gcaaatgcta aattngcgtt tgtcaaaatt aaattgctca tc 7902 



<210> 39 

<211> 1915 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (456) . . (971) 

<220> 

<221> misc_f eature 
<222> (1496) . . (1497) 
<223> n is a, c, g, or t 

<220> 

<221> misc_feature 
<222> (1616) . . (1616) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1653) . . (1653) 
<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 
<222> (1656) . . (1656) 
<223> n is a, c, g, or t 
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<220> 

<221> mis cofeature 
<222> (1663) . . (1663) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1684) . . (1684) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1686) . . (1686) 
<223> n is a, c, g, or t 

<220> 

<221> misc_feature 
<222> (1779) . . (1779) 
<223> n is a, c, g, or t 

<220> 

<221> misc_feature 
<222> (1808) . . (1808) 
<223> n is a, c, g, or t 

<400> 39 



ataaacactg 


aggctgtgtc 


tgttgcataa 


cactgcatca 


gagaataaaa 


ggcatgttca 


60 


gataaccgaa 


ttttaatatg 


gattacttgc 


atggattcca 


acttactttt 


caatttaggc 


120 


aaaacaattt 


acatatgtgg 


actcagtctg 


agtttcacat 


tttcatttgg 


taaaacttca 


180 


cagcagctgt 


tggtcactga 


gagccagtgc 


aaccctaccc 


actgggcctg 


ctcctgtaat 


240 


taatgacaca 


cgcggaccaa 


gtaggaatgg 


tctttgaaga 


tattgcaaaa 


gggtgacagt 


300 


cataggagct 


agtcagtcaa 


atgtgagaaa 


ctcatatgtg 


tttgggatca 


ttttaaccgt 


360 


ttaaaaatac 


agaaagatgt 


ctgtttgatt 


gttttcctag 


ccaattggct 


tgctggcttt 


420 


caaataatat 


gtataaatct 


gtgtgttttc 


ttcca ggg 
Gly , 


tct ttc ttc 
Ser Phe Phe 


cct gat 
Pro Asp 


473 



1 5 

ttc aag ccc tct gaa aca gtt ttt aaa ata gta ttt tgg etc gga tat 521 

Phe Lys Pro Ser Glu Thr Val Phe Lys lie Val Phe Trp Leu Gly Tyr 

10 15 20 

eta aac age tgc ate aac ccc ate ata tac cca tgc tec age caa gag 569 

Leu Asn Ser Cys lie Asn Pro lie lie Tyr Pro Cys Ser Ser Gin Glu 
25 " 30 35 



ttc aaa aag gee ttt cag aat gtc ttg aga ate cag tgt etc cgc aga 617 
Phe Lys Lys Ala Phe Gin Asn Val Leu Arg lie Gin Cys Leu Arg Arg 
40 45 50 
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aag cag tct tec aaa cat gec ctg ggc tac acc ctg cac ccg ccc age 665 
Lys Gin Ser Ser Lys His Ala Leu Gly Tyr Thr Leu His Pro Pro Ser 
55 60 65 70 

cag gee gtg gaa ggg caa cac aag gac atg gtg cgc ate ccc gtg gga 713 
Gin Ala Val Glu Gly Gin His Lys Asp Met Val Arg lie Pro Val Gly 
75 80 85 

tea aga gag acc ttc tac agg ate tec aag acg gat ggc gtt tgt gaa 761 
Ser Arg Glu Thr Phe Tyr Arg lie Ser Lys Thr Asp Gly Val Cys Glu 
90 95 100 

tgg aaa ttt ttc tct tec atg ccc cgt gga tct gec agg att aca gtg 809 
Trp Lys Phe Phe Ser Ser Met Pro Arg Gly Ser Ala Arg lie Thr Val 
105 110 115 

tec aaa gac caa tec tec tgt acc aca gee egg gtg aga agt aaa age 857 
Ser Lys Asp Gin Ser Ser Cys Thr Thr Ala Arg Val Arg Ser Lys Ser 
120 125 130 

ttt ttg cag gtc tgc tgc tgt gta ggg ccc tea acc ccc age ctt gac 905 
Phe Leu Gin Val Cys Cys Cys Val Gly Pro Ser Thr Pro Ser Leu Asp 
135 140 145 150 

aag aac cat caa gtt cca acc att aag gtc cac acc ate tec etc agt 953 
Lys Asn His Gin Val Pro Thr lie Lys Val His Thr lie Ser Leu Ser 
155 160 165 

gag aac ggg gag gaa gtc taggacagga aagatgeaga ggaaagggga 1001 
Glu Asn Gly Glu Glu Val 
170 



ataatcttag 


gtacccaccc 


cacttccttc 


teggaaggee 


agctcttctt 


ggaggacaag 


1061 


acaggaccaa 


tcaaagaggg 


gaectgetgg 


gaatggggtg 


ggtggtagac 


ccaactcatc 


1121 


aggcageggg 


tagggcacag 


ggaagaggga 


gggtgtctca 


caaccaacca 


gttcagaatg 


1181 


ataeggaaca 


gcatttccct 


gcagctaatg 


ctttcttggt 


cactctgtgc 


ccacttcaac 


1241 


gaaaaccacc 


atgggaaaca 


gaatttcatg 


cacaatccaa 


aagactataa 


atataggatt 


1301 


atgatttcat 


catgaatatt 


ttgagcacac 


actctaagtt 


tggagctatt 


tcttgatgga 


1361 


agtgagggga 


ttttattttc 


aggctgttca 


cttactgcac 


agecatttea 


acatggctta 


1421 


caaaagcett 


tcttgacaaa 


tcacttacct 


gttccagaac 


tctgttatga 


gaatccagag 


1481 


cttataatat 


tttgnnaggc 


aaaagattgt 


ctcccattac 


ttcttatctg 


cttcactatt 


1541 


gcataatgaa 


tgagcttcac 


ctgtggcatg 


ttggaatgag 


ccttatgatc 


caagtacatt 


1601 


attcccgaac 


tttgnaaaat 


actaatgett 


agcttcagac 


aatactgatg 


gntcnccaaa 


1661 


gnactgtcta 


aegcaggagt 


ttnenaacat 


tttttgatag 


gaggecattt 


gttctggtaa 


1721 


aagatccagt 


agtcaactca 


acttcatcta 


ttcctacttt 


tetgeaagag 


cttggggnac 


1781 
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atgctatatt ttgctttatg tataccnaat tttggtaaac cataataact cagtaaaaaa 1841 
aaagtcgacg cggccgcgaa ttcgatatca agcttatcga taccgtcgac ctcgaggggg 1901 
ggcccggtac ccaa 1915 



<210> 40 
<211> 172 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Gly Ser Phe Phe Pro Asp Phe Lys Pro Ser Glu Thr Val Phe Lys lie 
15 10 15 

Val Phe Trp Leu Gly Tyr Leu Asn Ser Cys lie Asn Pro lie lie Tyr 
20 25 30 

Pro Cys Ser Ser Gin Glu Phe Lys Lys Ala Phe Gin Asn Val Leu Arg 
35 40 45 

lie Gin Cys Leu Arg Arg Lys Gin Ser Ser Lys His Ala Leu Gly Tyr 
50 55 60 

Thr Leu His Pro Pro Ser Gin Ala Val Glu Gly Gin His Lys Asp Met 
65 70 75 80 

Val Arg lie Pro Val Gly Ser Arg Glu Thr Phe Tyr Arg lie Ser Lys 
85 90 95 

Thr Asp Gly Val Cys Glu Trp Lys Phe Phe Ser Ser Met Pro Arg Gly 
100 105 110 

Ser Ala Arg lie Thr Val Ser Lys Asp Gin Ser Ser Cys Thr Thr Ala 
115 120 125 

Arg Val Arg Ser Lys Ser Phe Leu Gin Val Cys Cys Cys Val Gly Pro 
130 135 140 

Ser Thr Pro Ser Leu Asp Lys Asn His Gin Val Pro Thr lie Lys Val 
145 150 155 160 

His Thr lie Ser Leu Ser Glu Asn Gly Glu Glu Val 
165 ~ 170 



<210> 41 

<211> 1702 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (765) . . (860) 
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<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (26) . . (26) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (32) . . (32) 

<223> n is a, c, g, or t 

<220> 

<221> misc^feature 

<222> (37) . . (37) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (39) . . (41) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (50) . . (50) 
<223>nisa, c, g, ort 

<220> 

<221> misc_f eature 

<222> (52) . . (52) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (65) . . (65) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (73) . . (73) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (85) . . (85) 

<223> n is a, c, g, or t 

<220> 

<221> misc feature 



<222> (108) . . (108) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (111) . . (Ill) 
<223> n is a # c, g, or t 

<220> 

<221> misc_f eature 
<222> (143) . . (143) 
<223> n is a, c, g, or t 

<220> 

<221> mi sc__f eature 
<222> (163) . . (163) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (168) . . (168) 
<223> n is a, c, g, or t 

<220> 

<221> misc_feature 
<222> (230) . . (230) 
<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 
<222> (1231) . . (1232) 
<223> n is a, c, g, or t 

<220> 

<221> misc_feature 
<222> (1518) . . (1518) 
<223> n is a, c, g, or t 

<220> 

<221> misc_feature 
<222> (1536) . . (1536) 
<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 
<222> (1550) . . (1550) 
<223> n is a, c, g, or t 

<220> 

<221> misc_feature 
<222> (1567) . . (1567) 
<223> n is a, c, g # or t 

<220> 

<221> misc_feature 
<222> (1576) . . (1576) 
<223>n is a, c, g, or t 
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<220> 

<221> misc_f eature 
<222> (1601) . . (1601) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1621) . . (1621) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1624) . . (1624) 
<223> n is a, c, g, or t 

<220> ' 
<221> misc_f eature 
<222> (1631) . . (1631) 
<223> n is a, c, g, or t 

<220> 

<221> misc_feature 
<222> (1654) . . (1654) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1670) . . (1670) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1675) . . (1675) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1686) . . (1687) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (1691) . . (1691) 
<223> n is a, c, g, or t 

<400> 41 

aagacnagtt gtgttttggg taaatnaaan antctcntnn ngatttttgn tnaggcccta 60 

cagtntgcca ggnatcttcc agganttttg aacccattgc ctctaaantc nttggaaact 120 

cttgtacccc tattttaaca ganaaaaaat ctgatcattg tanggagntt aaggacttgc 180 

ccaaggccaa ggggacccat gatttaaacc tggtctccct attctcaacn tgcacatttt 240 

ccatagcccc cccttcctca agagaatggg ggtaaacgtt ttcccatttg gattaggtgt 3 00 
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gctgaggatg 


ccaagccata 


tccaaacttt 


ttaatgttct 


gtttccttga 


gatttgcctc 


360 


caaattaacc 


atggcaaaca 


tgctgccaaa 


tctccagccc 


agtcaaaccc 


aagagcaggg 


420 


catctgtgga 


agaatttggt 


gtctgcactt 


ctatcagact 


gcatcacatt 


tttaggagtt 


480 


aatggcctgg 


aatgtgatta 


aggccttgca 


aggaggacat 


actatggcac 


gctgggggaa 


540 


gatgggcata 


gaagagtatg 


cagaaggggc 


cacattggcc 


aagaacagta 


aaatgcagtt 


600 


gctgacagga 


cacatatcgg 


gtgttgtatt 


gaagttattg 


atgaccaacc 


acagttcata 


660 


gaaacacttt 


tgggaagtac 


atccctttta 


aaaataaatg 


aaagcaaata 


cggcataact 


720 


cactctcact 


cacctgtatt 


ccaacttttt 


ttttgtttgg 


acag agg gga atg gat 


776 



Arg Gly Met Asp 



1 

tgt aga tat ttc acc aag aat tgc aga gag cat ate aag cat gtg aat 824 
Cys Arg Tyr Phe Thr Lys Asn Cys Arg Glu His lie Lys His Val Asn 
5 10 15 20 



ttt atg atg cca ccg tgg aga aag ggt tea gaa tgc tgatctccag 870 
Phe Met Met Pro Pro Trp Arg Lys Gly Ser Glu Cys 





25 




30 








gtagctggag 


acctaggcag 


tetgeaaatg 


aggagtcagc 


tggaagctat 


ggctatgtat 


930 


tatgtgacat 


cgcttgttcc 


taatttcttt 


tcacacaagt 


gaaaactgga 


tatcccaacc 


990 


ttctggccca 


gtaggtttca 


tggttaagac 


ctggtagtga 


gaacatttta 


ggaactattt 


1050 


gcttgggcag 


gtaatttttc 


actctgatca 


cagctactta 


atcagagctt 


gacaaacttt 


1110 


etcaattget 


tctggggctg 


gtctgctcag 


gtcctttggc 


caaaaaagat 


gctgcctctg 


1170 


tgtgtgaata 


cttgttgact 


taattaaaga 


aagagctctg 


ctcattagca 


aagggcactg 


1230 


nngcagatgg 


gaggtaaact 


ctccagggaa 


aaaccaagtg 


aaaagaaagc 


agaggaggca 


1290 


aatatggaga 


catcagaggt 


atgcctacca 


gttactctga 


tttttttaca 


ctactaggac 


1350 


ttttaactat 


gaaaccacct 


gcgcacagct 


ccagtggagc 


ccagttggaa 


cactgtttgc 


1410 


acctgccccg 


tatctgeaga 


ctgtcctggg 


gagctgggct 


gagecagget 


gctgtggtgc 


1470 


catccatctt 


cagaaagcaa 


tggcagctgt 


ggccctcctg 


gcctccanaa 


cccctgggga 


1530 


gcaagnatga 


gtgggagatn 


atcactggtg 


ggggctnagg 


ctgacnaaaa 


gcaagtttag 


1590 


gaatttcaat 


ngggggggac 


aacaagccct 


ngcncccatc 


nagcaattag 


gtcaattcac 


1650 


gccnccccaa 


gacccaaatn 


tgggnggagg 


gggttnnaga 


ntttggccct 


tc 


1702 



<210> 42 
<211> 32 
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<212> PRT 

<213> Homo sapiens 
<400> 42 

Arg Gly Met Asp Cys Arg Tyr Phe Thr Lys Asn Cys Arg Glu His lie 
1 5 10 15 

Lys His Val Asn Phe Met Met Pro Pro Trp Arg Lys Gly Ser Glu Cys 
20 25 30 



<210> 43 

<211> 1214 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (831) . . (848) 

<220> 

<221> misc_feature 

<222> (11) . . (11) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (16) . . (16) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (26) . . (26) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (29) . . (29) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (34) . . (34) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (40) . . (40) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (42) . . (42) 

<223> n is a, c, g, or t 
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<220> 

<221> misc_f eature 
<222> (123) . . (123) 
<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 
<222> (130) . . (130) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (171) . . (171) 
<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (209) . . (209) 
<223> n is a, c, g, or t 

<400> 43 



ccctcattgc 


naacanttga 


agcatnttna 


aggngtggcn 


tnctttttgt 


aaccaaaacc 


60 


tgattggaag 


cagaagttgg 


gggggggggg 


aaattggaag 


caaaagggac 


cgaacttgaa 


120 


gcntgtactn 


cccagacttc 


tcattggaag 


ctccaggtca 


caatcttagt 


nctaatttca 


180 


ggttcctgcc 


cagtcgagtc 


tagacattnc 


tggggcaccc 


tttaagtggt 


ctccagcacc 


240 


cttctaggca 


ggtggcttca 


cagggaagtc 


cacactgcaa 


gctcagctca 


ccacgactca 


300 


ggctgacggg 


gtagtcagcc 


atgctcggag 


gctgaatttg 


gcagggactt 


gctgccatct 


360 


ccctgccaaa 


tggtctctcg 


tgactcagaa 


tctcaaactt 


gttttaaaga 


gaggaaaaaa 


420 


gtcactttcg 


gggatgaggt 


tcttggccca 


actctgcttt 


atataaacac 


agtctatggc 


480 


tatttcagtc 


ttctggattt 


tgagaagcag 


ctgcaaggat 


gaacggattg 


gtgttggccc 


540 


aaattaaaaa 


gaagagtatt 


cagttctttc 


agtgtttgga 


gaaagaagac 


caaaagcatc 


600 


atctcacagg 


gagcagaatg 


tgaccagcct 


ggctaatgag 


gaaatgagag 


ggatcctcaa 


660 


cttgagaacc 


cgctctactg 


aagtctgaac 


ttggaaaaat 


ggacacattg 


ggtttggagt 


720 


aagaattctt 


actctacaaa 


aggataaaat 


tgtgatcaca 


ttgatgcatg 


atgcctagga 


780 


tattaaaaat 


gcatgattaa 


ttaaatgtta 


gtctaccttg 


tgttttaaag 


gga cac 
Gly His 


836 



1 



aca ccc atg aca tgaagccagc ttcccgtcca cgactgttgt ccttactgcc 888 
Thr Pro Met Thr 
5 

caaggaaggg gagcatgaaa cccaccactg gtcctgcgac ccactgtctt tggaatccac 94 8 
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cccaggagcc caggagcctt gcctgacact tggatttact tctttatcaa gcatccatct 1008 
gactaaggca caaatccaac atgttactgt tactgataca ggaaaaacag taacttaagg 1068 
aatgatcatg aatgcaaagg gaaagaggaa aagagccttc agggacaaat agctcgattt 112 8 
tttgtaaatc agtttcatac aacctccctc ccccatttca ttcttaaaag ttaattgaga 1188 
atcatcagcc acgtgtaggg tgtgag 1214 



<210> 44 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Gly His Thr Pro Met Thr 
1 5 



